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Introduction to Variant Calling

Harvard Chan Bioinformatics Core

https://tinyurl.com/Intro-to-variant-analysis



❖ Evaluate QC metrics for variant calling

❖ Call variants using GATK

❖ Filter variants to retain only high-quality variant calls

❖ Annotate variants using SnpEff and dbSNP

❖ Prioritize variants by their impact

❖ Visualize variants in IGV

❖ Implement cBioPortal to analyze variants

Learning Objectives



Exit survey

https://tinyurl.com/hbc-varcalling-exit-survey



Keep building!

https://bioinformatics.sph.harvard.edu/upcoming-workshops 

https://bioinformatics.sph.harvard.edu/upcoming-workshops


Keep building!

https://bioinformatics.sph.harvard.edu/current-bioinformatics-topics-workshops 

❖ Introduction to scRNA-seq and data pre-processing

❖ October 23rd 1-3pm 

❖ Shell and R pre-requisite

❖ Introduction to shell

❖ November 20th 1-4pm

❖Tips and Tricks on O2

❖ December 11th 1-4pm

❖ Shell pre-requisite

https://bioinformatics.sph.harvard.edu/current-bioinformatics-topics-workshops


Get an O2 account!
Screen Shot 2021-08-30 at 4.06.12 PM.png

HMS IT RC O2- Confluence

https://harvardmed.service-now.com/stat?id=service_catalog_cards&sys_id=5165e1dbdb209050b642f27139961979&sysparm_category=991a7f2edb890c10b642f2713996196a
https://harvardmed.atlassian.net/wiki/spaces/O2/pages/1918304257/How+to+request+or+retain+an+O2+account


Research Data Management (RDM)



https://datamanagement.hms.harvard.edu/about/news-events/rdmwg-calendar 

https://datamanagement.hms.harvard.edu/about/news-events/rdmwg-calendar


Data Discussions

https://datamanagement.hms.harvard.edu/about/news-events/rdmwg-calendar 

❖ Let's Get Your Data Organized

❖ October 9th  12-12:30pm 

❖ Let's Name Your Data

❖ November 6th 12-12:30pm

❖ Let's Write a README

❖ December 11th 12-12:30pm

https://datamanagement.hms.harvard.edu/about/news-events/rdmwg-calendar


Better RDM practice benefits you

❖  HMS Data Management LMA 

❖ Webpage: https://datamanagement.hms.harvard.edu

❖ Sign up for quarterly email updates

❖  Harvard-wide Research data Management

❖  https://researchdatamanagement.harvard.edu/ 

https://datamanagement.hms.harvard.edu/
https://mailchi.mp/hms/dmwg-subscribe
https://researchdatamanagement.harvard.edu/


Join us for HBC Community Breakfast!

❖  An opportunity to get to know others in the community

❖ Free food and beverages

❖ Great conversations

January 9th 2025

9-10:30am

More Info: 
http://bioinformatics.sph.harvard.edu/breakfast/ 

http://bioinformatics.sph.harvard.edu/breakfast/


❖ Kathleen Chappell and Andy Bergman from HMS-RC

❖ Dr. Tali Mazor from DFCI

❖ Data Carpentry

These materials have been developed by members of the teaching team at the Harvard Chan Bioinformatics 

Core (HBC). These are open access materials distributed under the terms of the Creative Commons 

Attribution license (CC BY 4.0), which permits unrestricted use, distribution, and reproduction in any medium, 

provided the original author and source are credited.

Thanks!

https://datacarpentry.org/
http://bioinformatics.sph.harvard.edu/
http://bioinformatics.sph.harvard.edu/
http://creativecommons.org/licenses/by/4.0/
http://creativecommons.org/licenses/by/4.0/


Contact Us

❖  HBC training team: hbctraining@hsph.harvard.edu

❖  HBC consulting: bioinformatics@hsph.harvard.edu

❖  O2 (HMS-RC): rchelp@hms.harvard.edu

mailto:hbctraining@hsph.harvard.edu
mailto:bioinformatics@hsph.harvard.edu
mailto:rchelp@hms.harvard.edu
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