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Learning objectives

Learning Objectives
✓ Describe best practices for designing a bulk RNA-seq experiment


✓ Describe steps in an RNA-seq analysis workflow (from sequence data 
to expression quantification).


✓ Implement shell scripts on a high-performance compute cluster to 
perform the above steps.




What’s next?

Sequence reads

Differential Gene 
Expression

QC

Quantify expression

QC



Standards

https://bioinformatics.sph.harvard.edu/upcoming-workshops  

What’s next?

https://bioinformatics.sph.harvard.edu/upcoming-workshops


Learning objectives

Your feedback matters!

https://tinyurl.com/hbc-rnaseq-exit

https://tinyurl.com/hbc-rnaseq-exit
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How to request an O2 account?

https://harvardmed.service-now.com/stat?id=service_catalog_cards&sys_id=5165e1dbdb209050b642f27139961979&sysparm_category=991a7f2edb890c10b642f2713996196a
https://bioinformatics.sph.harvard.edu/upcoming-workshops


https://hbctraining.github.io/Training-modules/

Big data? Big computer! 
The skill set you need to succeed

 

https://bioinformatics.sph.harvard.edu/training/


Interested in additional training?

 

All HBC workshop materials available at: 

https://hbctraining.github.io/main  

Upcoming relevant courses from our partners at Countway Library

https://bioinformatics.sph.harvard.edu/training/
https://hbctraining.github.io/main
https://libcal.countway.harvard.edu/calendar/countway/?cid=9718&t=d&d=0000-00-00&cal=9718&ct=41820&inc=0


Data Management

• HMS Data management -  

Webpage: https://datamanagement.hms.harvard.edu/ 

Click here to sign up for data management related emails  

• Harvard-wide Research Data Management - 

https://researchdatamanagement.harvard.edu/  

https://datamanagement.hms.harvard.edu/
https://mailchi.mp/hms/dmwg-subscribe
https://researchdatamanagement.harvard.edu/


Data Management Short Workshops

https://datamanagement.hms.harvard.edu/about/news-events/rdmwg-calendar 

https://datamanagement.hms.harvard.edu/about/news-events/rdmwg-calendar


Data Management Short Workshops

https://datamanagement.hms.harvard.edu/about/news-events/rdmwg-calendar 

https://datamanagement.hms.harvard.edu/about/news-events/rdmwg-calendar


Bioinformatics Community Networking 
Breakfast!

More info: http://bioinformatics.sph.harvard.edu/breakfast/ 

- Free and open to the Harvard community 
- Food is first-come-first-served 
- No computers! 
- Quarterly (Next meeting TBA)

http://bioinformatics.sph.harvard.edu/breakfast/


• Kathleen Chappell and Andy Bergman from HMS-RC 
• Data Carpentry 

Thanks!

These materials have been developed by members of the teaching team at the Harvard Chan 
Bioinformatics Core (HBC). These are open access materials distributed under the terms of the 
Creative Commons Attribution license (CC BY 4.0), which permits unrestricted use, distribution, 
and reproduction in any medium, provided the original author and source are credited.

http://www.datacarpentry.org/
http://bioinformatics.sph.harvard.edu/
http://bioinformatics.sph.harvard.edu/
http://creativecommons.org/licenses/by/4.0/


Contact us!

HBC training team: hbctraining@hsph.harvard.edu 

O2 (HMS-RC): rchelp@hms.harvard.edu  

HBC consulting: bioinformatics@hsph.harvard.edu

HBC: @bioinfocore 
HMS-RC: @hms_rc

Twitter
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